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This means that it will not require additional work for the user. The process of building the website was also designed with ease of use in mind;
for example, for simpler data, users may be able to perform their analysis without having to install CytoGPS or upload the data to the website.
Future Developments {#Sec7} =================== CytoGPS represents an important tool in the genomic and epigenomic analysis of
human and murine cancer. Our results have confirmed that CytoGPS can be used to analyze the CN distribution of several genes and cancerassociated genes from a single set of data. The largest datasets we considered here were from the Cancer Cell Line Encyclopedia (CCLE) and
the NCI60, but we expect that CytoGPS can be used with the analysis of any large-scale cytogenetic studies. Given the ease of use of the
website, CytoGPS represents an attractive tool for genomic researchers to analyze their own datasets. Furthermore, CytoGPS is freely available,
allowing anyone to utilize it for their own studies. Future developments of CytoGPS include the integration of the CytoGPS algorithm into the
Cytoskape software package, as well as the addition of further features, such as creating a genome browser to view the CytoGPS results and an
ability to upload new datasets. We also plan to create a CytoGPS notebook for easy access to the methodology of CytoGPS for the genomic and
epigenomic analysis of human and murine cancer. We also plan to extend CytoGPS to a broader range of cancer-related genes in the future.
AUTHOR CONTRIBUTIONS {#d30e1161} ==================== J.C., P.W., and S.M. conceived the study and designed the
experiments. J.C., P.W., and A.W. wrote the code for CytoGPS. S.M., E.L., and J.W. generated the datasets. J.C. analyzed the data and wrote
the manuscript. All authors discussed the results and commented on the manuscript. FUNDING {#d30e1166} ======= No funding was
required for this study. List of Angolan records in athletics The following are the national records in athletics in Angola maintained by the
Angola Association of Athletics Federations (Associação dos Feder
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MetaClass is an automatic karyotyping system that provides good morphology and quality of chromosome bands. A FISH module is also
available. The threshold values â€‹â€‹for the application of the method are the length of chromosomes and the number of morphological
anomalies. In addition, the system provides the ability to obtain data on the frequency of occurrence of chromosomal abnormalities. Figure
18.2 shows one of the series of samples obtained using the MetaClass complex. On fig. Figure 18.3 shows that the number of chromosomal
abnormalities detected by the MetaClass complex was 30% higher than in the case of the other two complexes, Watson and FISH. Rice. 18.2.
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